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Mechanism of ubiquitin-conjugating enzyme E2T enhancing radiosensitivity of nasopharyngeal carcinoma cells
ZHANG Jun-zheng, XIE Wei-wei, FAN Hong (Department of Otolaryngology , Haikou Affiliated Hospital of Central South University
Xiangya School of Medicine , Haikou Hainan 570208 , China)

Abstract: Objective To investigate the effect of ubiquitin-conjugating enzyme E2T ( UBE2T) on radiosensitivity of nasopharyngeal
carcinoma cells and its related molecular mechanism. Methods The expression levels of UBE2T in nasopharyngeal carcinoma cell CNE2 and
normal nasopharyngeal epithelial cell NP69 were detected by qRT-PCR. UBE2T small interfering RNA sequence ( UBE2T-siRNA) and its
negative control sequence ( NC-siRNA) were transfected into CNE2 cells with or without radiotherapy and the cells were divided into the
Control group,the NC-siRNA group,the UBE2T-siRNA group, the radiotherapy group,the NC-siRNA + radiotherapy group and the UBE2T-
siRNA + radiotherapy group. The cell proliferation was detected by CCK-8, the cell apoptosis was detected by flow cytometry, and the
expression levels of Wnt/B-catenin signaling pathway related proteins were detected by Western blot. Results  The expression level of
UBE2T mRNA in CNE2 cells was higher than that in NP69 cells (P <0.05). Compared with the Control group, the expression level of
UBE2T mRNA of cells in the NC-siRNA group had no significant change (P >0.05) ,while the expression level of UBE2T mRNA of cells in
the UBE2T-siRNA group was decreased significantly (P <0.05). Compared with the Control group,the proliferation activities of cells in the
radiotherapy group and the UBE2T-siRNA group were decreased and the cell apoptosis rates were increased (P <0.05). Compared with the
radiotherapy group and the UBE2T-siRNA group, the cell proliferation activity of cells in the UBE2T-siRNA + radiotherapy group was
decreased and the cell apoptosis rate was increased (P <0.05). Compared with the Control group,the expression of Wnt3a, B-catenin and
c-myc protein of cells in the radiotherapy group and the UBE2T-siRNA group were decreased (P <0.05) ;compared with the radiotherapy
group and the UBE2T-siRNA group, the expression of Wnt3a, B-catenin and c¢-myc protein of cells in the UBE2T-siRNA + radiotherapy group
was decreased (P <0.05). Conclusion UBE2T enhances the radiosensitivity of nasopharyngeal carcinoma cells through regulating Wnt/
B-catenin signaling pathway.
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Anatomic features and clinical significance of the papillary muscles of the right ventricle
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Abstract: Objective To investigate the anatomic variations of the papillary muscles (PM) of the right ventricle, and to provide
reference for imaging diagnosis and surgical treatment of right atrioventricular valve disease. Methods A total of 50 intact adult human hearts
were dissected and the variations such as morphology and quantity of the PM in the right ventricles were observed. Results The variation of
the top of PM can be bifid or trifid ,namely, the upper end of PM formed 2 or 3 heads respectively and was connected with the corresponding
chordae tendineae. In this study,the top of PM was bifid in 27 cases and trifid in 5 cases. The root variation of PM was mainly manifested in
the root consisting of 2 or 3 muscle bundles. In this study,the PM had 2 roots in 14 cases and 3 roots in 1 case among the 50 specimens. The
number of the anterior papillary muscle was 1 in 45 cases and 2 in 5 cases,and their length was (14.55 +5.02) mm. The number of posterior
papillary muscle was 1 in 25 cases,2 in 20 cases and 3 in 5 cases,and their length was (10.21 +4.45) mm. The number of septal papillary
muscle was 1 in 17 cases,2 in 4 cases and absent in 29 cases,and their length was (5.68 +2.50) mm. Conclusion Mastering the number
and morphology of PM can help doctors to deeply understand the spatial structures of the right atrioventricular valve, which can reduce
misdiagnosis and improve the success rate of surgery in imaging diagnosis and surgical intervention.

Keywords: right ventricle ; papillary muscles ;morphology ; variation ; anatomy
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